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<110> 


APPLICANT 


: Judith 


A. Clements 
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<120> 


TITLE 


OF INVENTION: Method for Detecting the Presence 


of Risk 


of Prostate 
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Cancer by Detecting Products 


of PSA OR KLK2 
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<130> 


FILE REFERENCE: 21415- 


-0012US1 
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0> 


CURRENT APPLICATION NUMBER: US 10/511,988 
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CURRENT FILING DATE: 2004- 


■10- 
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PRIOR 


APPLICATION 


NUMBER: 
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PRIOR 


FILING DATE 
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PRIOR 


APPLICATION 


NUMBER : 
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PRIOR 


FILING DATE 
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SOFTWARE : 
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TYPE: 
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63 105 110 115 

65 cac gac etc atg ctg etc cgc ctg tea gag ect gee gag etc aeg gat 439 

66 His Asp Leu Met Leu Leu Arg Leu Ser Glu Pro Ala Glu Leu Thr Asp 

67 120 125 130 

69 get gtg aag gtc atg gac ctg ccc acc cag gag cca gca ctg ggg acc 487 

70 Ala Val Lys Val Met Asp Leu Pro Thr Gin Glu Pro Ala Leu Gly Thr 

71 135 140 145 150 

73 acc tgc tac gcc tea ggc tgg ggc age att gaa cca gag gag tgt aeg 535 

74 Thr Cys Tyr Ala Ser Gly Trp Gly Ser He Glu Pro Glu Glu Cys Thr 

75 155 160 165 

77 cet ggg cca gat ggt gca gee ggg age cca gat gee tgg gtc 577 

78 Pro Gly Pro Asp Gly Ala Ala Gly Ser Pro Asp Ala Trp Val 

79 170 175 180 

81 tgagggagga ggggaeagga ctcetgggtc tgagggagga gggccaagga accaggtggg 637 
83 gtccagccca caacagtgtt tttgcctggc cegtagtctt gaccccaaag aaaettcagt 697 
85 gtgtggacct ceatgttatt tccaatgacg tgtgtgcgca agttcaccct cagaaggtga 757 
87. ccaagttcat gctgtgtgct ggacgctgga cagggggcaa aagcacctgc tcgggtgatt 817 
89 ctgggggccc aettgtctgt aatggtgtgc tteaaggtat cacgtcatgg ggcagtgaac 877 
91 eatgtgccct geccgaaagg cettccctgt acaccaaggt ggtgcattac cggaagtgga 937 
93 tcaaggacac catcgtggcc aacccctgag cacccctatc aactccctat tgtagtaaac 997 
95 ttggaacctt ggaaatgacc aggceaagae tcaggcetec ceagttctac tgacctttgt 1057 
97 ccttaggtgt gaggtceagg gttgctagga aaagaaatca gcagacacag gtgtagacca 1117 
99 gagtgtttct taaatggtgt aattttgtcc tctctgtgtc ctggggaata ctggccatgc 1177 
101 ctggagaeat atcactcaat ttctctgagg acacagatag gatggggtgt ctgtgttatt 1237 
103 tgtgggctac agagatgaaa gaggggtggg atccacactg agagagtgga gagtgacatg 1297 
105 tgctggacae tgtccatgaa gcactgagca gaaagctgga ggcacaacgc accagacact 1357 
107 cacagcaagg atggagetga aaacataacc cactctgtcc tggaggcact gggaagccta 1417 
109 gagaaggctg tgagccaagg agggagggtc ttcctttggc atgggatggg gatgaagtaa 1477 
111 ggagagggac tggaccccct ggaagctgat tcactatggg gggaggtgta ttgaagtcct 1537 
113 ccagacaacc etcagatttg atgatttcct agtagaaetc acagaaataa agagctgtta 1597 
115 tactgg . 1603 

118 <210> SEQ ID NO: 2 

119 <211> LENGTH: 180 

120 <212> TYPE: PRT 

121 <213> ORGANISM: Human 
123 <400> SEQUENCE: 2 

125 Met Trp Val Pro Val Val Phe Leu Thr Leu Ser Val Thr Trp He Gly 

126 15 10 15 

129 Ala Ala Pro Leu He Leu Ser Arg He Val Gly Gly Trp Glu Cys Glu 

130 20 25 30 

133 Lys His Ser Gin Pro Trp Gin Val Leu Val Ala Ser Arg Gly Arg Ala 

134 35 40 45 

137 Val Cys Gly Gly Val Leu Val His Pro Gin Trp Val Leu Thr Ala Ala 

138 50 55 60 

141 His Cys He Arg Asn Lys Ser Val He Leu Leu Gly Arg His Ser Leu 

142 65 70 75 80 
14 5 Phe His Pro Glu Asp Thr Gly Gin Val Phe Gin Val Ser His Ser Phe 
146 85 90 95 

14 9 Pro His Pro Leu Tyr Asp Met Ser Leu Leu Lys Asn Arg Phe Leu Arg 
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<210> SEQ ID NO 


: 3 


























174 


<211> LENGTH: 4 92 


























175 


<212> TYPE: 


DNA 




























17 6 


<213> ORGANISM: 


Human 
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<220> FEATURE: 




























180 


<221> NAME/KEY: 


CDS 


























lot 

lol 


<222> LOCATION: 


(1) . 


. . (489) 






















183 


<400> SEQUENCE: 
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184 


gca 


ccc 


etc 


ate 


ctg 


tet 


egg 


att 


gtg 


gga 


ggc 


tgg 


gag 


tgc 


gag 


aag 


48 


185 
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Pro 
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He 
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Arg 


He 


Val 
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Trp 


Glu 
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Glu 


Lys 
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96 
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Pro 


Trp 


Gin 
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Val 




190 
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192 


tgc 
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ggt 


gtt 
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gtg 
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cag 
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etc 
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get 
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cac 


144 
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Cys 
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His 


Pro 
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Trp 


Val 
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Thr 
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His 




194 






35 










40 
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ate 


agg 


aac 


aaa 


age 
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ate 


ttg 
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egg 
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age 
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ttt 


192 


19 / 


Cys 


He 


Arg 
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Ser 


Val 


He 


Leu 


Leu 


Gly 
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His 
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Leu 


Phe 




198 
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209 
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Asp 
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get 
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384 


213 


Ala 


Glu 


Leu 


Thr 


Asp 


Ala 


Val 


Lys 


Val 


Met 


Asp 


Leu 


Pro 


Thr 


Gin 


Glu 




214 
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ggg 


ace 


ace 
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att 


gaa 
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217 


Pro 
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Leu 
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Trp 
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He 
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gcc 
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Trp Val 






























<210> SEQ ID NO: 


: 4 
























O "3 A 


<211> LENGTH: 163 


























<212> TYPE: 


PRT 
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<213> ORGANISM: 


Human 
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379 <210> SEQ ID NO: 7 

380 <211> LENGTH: 708 

381 <212> TYPE: DNA 

382 <213> ORGANISM: Human 

385 <220> FEATURE: 

386 <221> NAME/KEY: misc_f eature 

387 <222> LOCATION: (38) . . (577) 
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